Instrugoes para os Orientadores e Discentes

Apresentacgao

Para o devido aproveitamento da ferramenta iThenticate, foram definidos procedimentos
que envolvem a participagdo dos Programas de Pds-graduacao, orientadores e discentes.
Segue o que cabe a cada um deles:

1. Orientador:

O

o

realizar o pedido de criacao da sua conta de usuario na ferramenta
seguindo as instru¢des da proxima sessao;

verificar se o arquivo a ser analisado possui 0s requisitos necessarios
para ser submetido na ferramenta:

i. ser referente a uma dissertagdo ou tese. Conforme orientagéo
da Pro-Reitoria de Pés-graduacdo, o material deve ser
enviado para a analise antes do inicio dos procedimentos de
solicitacdo da composigdo de banca examinadora, uma vez
que pode ser necessario efetuar adequagbes no trabalho
antes da defesa;

ii. nao ter sido submetido anteriormente. Isso se faz necessario
porque cada dissertacdo ou tese podera ser analisada apenas
uma vez pela ferramenta.

efetuar a solicitagdo de analise do arquivo na ferramenta ao seu PPG.
Esta solicitacdo deve ser feita por meio de e-mail especificado pelo
PPG para este fim, e deve estar em cépia para o discente. Antes de
efetuar a solicitagdo, deve certificar-se de ja possuir uma conta de
usuario na ferramenta;

acessar a ferramenta e interpretar o relatério de analise da
dissertacao ou tese, apds o upload do arquivo realizado pelo PPG.
Esta andlise deve ser realizada de forma dialégica, com o discente
(orientando).

2. Discente:

o

realizar o pedido de criagdo da sua conta de usuario na ferramenta
seguindo as instru¢des da proxima sessao;

certificar-se de ja possuir uma conta de usuario antes de acessar a
ferramenta para interpretar o relatorio de analise da dissertagdo ou
tese, gerado ap6s o upload do arquivo ser realizado pelo PPG.
discutir o relatério com o orientador.

3. Programa de Pés-graduacao:

o

manter o gerenciamento das pastas e arquivos das dissertacdes e
teses analisados dentro da ferramenta;

receber as solicitagdes de analise do arquivo na ferramenta,
realizadas pelos orientadores;

efetuar o upload dos arquivos das teses e dissertagdes na ferramenta
para que sejam analisados;



o viabilizar o acesso do orientador e discente ao arquivo da dissertacao
tese analisado, por meio do compartiihamento de pastas dentro da
ferramenta;

o avisar o orientador e discente da disponibilizacdo do arquivo na
ferramenta, por meio de resposta ao e-mail de solicitagéo.

1. Criagao da conta de usuario do Orientador ou Discente no iThenticate

e Para criar um login e senha para acessar a ferramenta, envie um email para

artsibi@gmail.com e informe os seguintes dados:
o nome completo;
o se vocé é um aluno ou um orientador;
o e-mail.

e Assim que a biblioteca criar a sua conta com sucesso, a ferramenta enviara
mensagem automatica, para o e-mail inserido no cadastro, informando sobre a
criacdo da conta e as instrucdes para o acesso (atencao: o e-mail sera o login de
acesso € a senha criada automaticamente pelo software deve ser alterada no
primeiro acesso).

e Atencao usuarios que possuem conta na ferramenta Similarity Check (utilizada pelas
revistas do Portal de Periédicos da UFG): para o cadastro no iThenticate, deve ser
utilizado um e-mail diferente do e-mail utilizado na conta do Similarity Check.

2. Esclarecimentos:

e Apods o arquivo ser compartilhado com vocé, ele ficara disponivel na sua conta e
podera ser revisto quantas vezes forem necessarias.

e Atencao: as similaridades levantadas pela ferramenta, entre a dissertacdo ou tese
analisada e os documentos comparados, devem ser interpretadas e analisadas pelo
orientador e discente. Conforme for o caso e havendo necessidade, citagbes diretas
ou indiretas, que nao foram realizadas devidamente, devem ser adequadas para
assegurar que nao ocorram casos de danos aos direitos autorais de terceiros.

e O site para acessar a ferramenta é: https://www.ithenticate.com/

3. Acessar o arquivo analisado

Apo6s o Programa de Pés-graduacéo ter efetuado o upload do arquivo da dissertagao ou
tese na ferramenta e compartilhado com vocé, siga os passos a seguir para acessar o
arquivo analisado:

1. Em "Minhas pastas” (seta A da imagem abaixo) vocé podera ver as suas pastas e as
pastas que outros usuarios compartilham com vocé. Para ter acesso a dissertacao
ou tese analisada, clique no usuario que subiu o arquivo para vocé, no caso o
usuario do seu Programa de Pds-graduacao (seta B) e depois na pasta que ele
compartilhou com vocé, que sera uma pasta com o nome do discente (seta C);


mailto:grt.bc@ufg.br

2. Ao clicar na pasta, vocé vera a pasta na parte central da tela (seta D) e dentro dela o
arquivo que foi enviado (seta E). Vocé pode localiza-lo pelo titulo ou autor do
documento. Para abri-lo, clique na porcentagem (seta F) que aparece na coluna
"Relatorio". Essa porcentagem é a quantidade de similaridade do documento
analisado com outros documentos ja publicados:
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3. Vocé vera uma tela parecida com a da imagem abaixo, no canto superior direito,
aparece novamente a porcentagem (seta A da imagem abaixo) de similaridade do
dissertacdo ou tese analisada com os documentos comparados;

4. Do lado esquerdo da tela, esta a dissertagcao ou tese analisada e é possivel rolar
todo o documento. Cada trecho grifado € um trecho que possui similaridade com o
trecho de outro documento comparado:

+/ iThenticate
IVIMPHGCYIEs and MONoHuCIEar cegg INFOUEN e envelnpe EIyeoproten
2p 120 binding to the CD4 molecule. F)Eh[\ilrh'igh-fﬁi behavior with multiple
exposures to HIV-1, some indi\'idualJprcsc rarc/genetic resistance to HIV-
1 infectiorfhnd AIDS related to the CCRS|gene (Liu et al., 1996; Alvarcz et
al., 1998)). The deletion of 32 (A32) base pairs in the R5 gene leads to the
suppression of CC chemokine receptor 5 presentation lat the cell surface, thus
Edpeding the HIV entry process into the host cell and protecting  against
HIV-1 infection (Liu et al., 1996; Samson el al,, 1996; Reiche et al., 2007;
Février et al., 2011; Vieira et al., 2011: Sacz-Cirion et al. 2014; Li, 2015)
Besides, three polymorphisms (-59029, -59353 and -2459) i the promoter
region of CCREN-59029, -59353 and -2439) have been reported to influence

its expression and may modulate the susceptibility of WEhan cells to HIV-1 2%
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki etal., 2015).
It is noteworthy that the only cure of HIV-1 irlf:clitl:\' wasilkscribed ey
m an adult living in Berlin, known as the Berlin patient, who |developed T 204
acute myclogenous leukemia (AML), was immunosuppressed and treated SIS0
with an allogeneic hematopoietic stem AF transplant from a donor who was
homozygous for the CCR5A32 deletion (Hiitter et al., 2009; Yukl et al., 2013), 20
The global distribution and ethnic fa@@rs for allele CCRS/CCR3A32
vary significantly, contributing to a variety lof genetic resistance profiles to
HIV-1 infection scen il\Ffﬁ'rcm populations {Apostolakis ct al., 2005). The 20
variant allele CCR3A32lis relatively common in European populations, whose P o
allele frequency Jsl approximf@ly 10% (Saez-Cirion et al., 2014), while in y v
Asian populations, allele is labsent among the Japanese, Filipino, Korean, v Internet 54 paiavras on. [T
. —— —— Yy o P——

5. Ao clicar em um dos trechos, é aberta uma janelinha contendo o trecho do
documento comparado. Ao clicar no link (seta A da imagem abaixo), é possivel ter
acesso ao documento comparado. Também é possivel clicar em "Visualizagao
completa da fonte" (seta B):
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Besides, thre . . .
region of CCREJ-59029, -59353 and -2459) have been reported to influence
its expression land may modulate the susceptibility of hianan cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015).

It is noteworthy that the only cure of HIV-1 infection was{ described
in an adult living in Berlin, known as the Berlin patient, who developed
acute myelogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem gell transplant from a donor who was
homozygous for the CCR5A32 deletion (Hiitter et al., 2009; Yukl et al,, 2013).
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6. Ao clicar em "Visualizacao completa da fonte", do lado direito sera possivel visualizar

o0 documento comparado, conforme mostra a imagem abaixo. Dessa forma, a
comparagao entre os dois documentos & facilmente visualizada . E possivel observar
que a dissertacao ou tese possui 5% de similaridade com o documento comparado
(seta C). A seta B indica que esta sendo apresentada a Correspondéncias 1 entre as
9 que o documento comparado possui em relagao a dissertagao ou tese, e ao clicar
na seta indicada pela seta D, é possivel visualizar cada uma dessas 9
correspondéncias. Para fechar a visualizagcdo do documento comparado, basta clicar

no x (seta A):

+/ iThenticate:

receptor) and acts as a co-receptor for HIV-1 attachment and entry to T
lymphocytes and mononuclear cells through the envelope glycoprotein
gp120 binding to the CD4 molecule. Despite high-risk behavior with multiple
exposures to HIV-1, some individuals present a rare genetic resistance to HIV-
1 infection and AIDS related to the CCRS gene (Liu et al., 1996; Alvarez et
al., 1998), The deletion of 32 (A32) base pairs in the CCRS gene leads to the
suppression of CC chemokine receptor 5 presentation at the cell surface, thus
impeding the HE entry process into the host cell and protecting  against
HIV-1 infection (Liu et al., 1996; Samson et al., 1996 Reiche et al., 2007;
Février et al., 2011; Vieira et al., 2011 Saez-Cirion et al., 2014 Li, 20135)
Besides, three polymorphisms (-39029 7353 and -2459) in the promoter
region of CCRS (-39029, -39353 and -2459) have been reported (o influence
its expression and may modulate the susceptibility of human cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki ct al., 2015).

It is noteworthy that the only cure of HIV-1 infection was deseribed
in an adult living in Berlin, known as the Berlin patient, who developed

acute myelogenous leukemia {AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell ransplant from a donor who was
homozygous for the CCR5A32 deletion (Hiitter et al., 2009; Yukl et al,, 2013).

The global distribution and ethnic factors for allele CCRS/CC 2
vary significantly, contributing to a variety of genetic
HIV-1 infection seen in different populations (Apostolakis et al.
it allele CCR3A32 is relatively commeon in European populations, whose
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basis for such HIV-1 resistance. Samson at al. (1996) postulatad that
vanants of he CMKERS gene may be responsitie for rekative or absolte
resistance to HIV-1 infection. In &n HIV-1-infected patient with slow disease
progression, Samson =i al (1996) identified s heterozygous 32-bp dsletion |]
in the CMKBRS pena (601373.0001) thal razulls in a frameshill and
premature termingtion of fransiation of the transcript. Liu et al. (1995)
identified the same homozygous 32-bp deletion with CMKBRS in 2
individuals who, though mulliply exposed lo HIV- i, remained
uninfecied. Li ef ai. (1596) found it the deselion comprises nucieolices

794 to 625 of the cONA sequenca and results in 3 reading frameshift after
amino acid 174, inclusion of T novel aming acids. and truncation at codon

182. They showed hat the severely runcated protein could not be detectid

at the surface of cells that narmally express the protein. Samson et al

(1896) stated that the mutant protein lacks the last 3 of 7 putative
transmembrane regions of the receplor ag wall s regions involved in G

protein coupling and signal fransduction, Through in vitro fusion assays, both
Liu et &l. (1998) and Samson et al. {1996) determined that the truncated
recaplor did nol allow fusion of CD4+ cells with cells expressing env protsin
oM eNer MACTopRage-opic of dUBTOpIC Viruses. Samson et al (1996)
found that coexpression of the deletion mutant with wildtype CCRS reduced

the fusion efficiency of 2 different viral envelope prefsins in 3 independant r
experiments. Dean et &l (1996) reported resulls of their CKRS studies In

7. Naimagem abaixo, em “Visualizagado geral das correspondéncias” (seta A), estao

listados todos os documentos comparados que possuem similaridade com a
dissertacao ou tese analisada. O documento fonte que aparece primeiro é o que
possui mais trechos similares aos trechos da dissertagao ou tese. Repare que cada
um dos documentos listados possui uma cor, isso ocorre para combinar com a cor
utilizada no destaque para os trechos da dissertacao ou tese analisada:
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8. Leve o mouse até o documento que deseja ver com mais detalhes e clique na seta
que surgir (seta A da imagem abaixo):

. .
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Db, BLIK and USZ¥) (Benger et all, 1999: Keele & Ebstes, 201 1; Santos et al.,

2014). pondéncias

The CCRS gene encodes a G protein transmembrane (b-chemokine 11 comespondéncias
receptor) and acts as a co-receptor for HIV-1 attachment and entry to T
Ilymphocytes and mononuclear cell through the envelope glycoprotein
2p120 binding to the CD4 molecule. Despite high-rigk behavior with multiple bi
exposures to HIV-1, some individuals prese fifia rare genetic resistance to HIV-
1 infection and AIDS related to the CCRS igene (Liu et al., 1996; Alvarez et Internet 1|
al.. 1998). The deletion of 32 (A32) base pairs in the CCRS gene leads to the '_"“;“ : : : 3
suppression of CC chemokine receptor 5 presentation at the cell surface, thus T

impeding the HIV entry process into the host cell and protecting  against Internet 84
HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007, 3 2%
Février et al,, 2011; Vieira et al., 2011; Sacz-Cirion et al., 2014; Li, 2015).
Besides, three polymorphisms (-39029, -59353 and -2459) in the promoter
region of CCRET-59029, -59353 and -2459) have been reported to influence 4 2%
its expression and may modulate the susceptibility of hifthan cells to HIV-1
and Simian Immunodeficiency Virus (S1V) (Zare-Bidaki et al., 2015).
It is noteworthy that the only cure of HIV-1 infection was{described 5 2%
in an adult living in Berlin, known as the Berlin patient, who developed
acute myclogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem dell transplant from a donor who was ~ 20
homozygous for the CCR5A32 deletion (Hiitter et al., 2009; Yukl et al., 2013). h
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9. E possivel observar que a dissertag&o ou tese possui 6% de similaridade com o
documento comparado (seta E da imagem abaixo). A seta D indica que a janelinha
que aparece do lado direito da tela (seta A) é a Correspondéncias 1 entre as 11 que
o0 documento comparado possui em relagao a dissertagao ou tese, e ao clicar na
seta indicada pela seta F, é possivel visualizar cada uma dessas 11
correspondéncias. A seta B esta grifando o trecho da dissertagcao ou tese que é
semelhante ao trecho indicado na janelinha (seta A). Para fechar a visualizagdo do
documento comparado, basta clicar no seta indicada pela seta C:



 iThenticate

decades, due to its association with resistance to HIV-1 infection. Liu et al.
(2004) demonstrated that both heterozygous and homozygous CCRSA32
mutations have a protective effect against HIV-1 infection, since fusion
of nucleocapsid viral genetic material with the host cells does not occur. In
addition, individuals exhibiting the mutation in homozygous (A32/A32)

| have been found to be resistant to HIV-1 infection, whereas the presence
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ate of Parand (Grimaldi et al, 2002 Vargas ef al , 2006 Bokdt et al . 2009, respectively). Sullivan et al
{2001) noted tnat the heterozygous presence of he mutant CCRS allele can influence HIV epidemiclogical

trends within a population, possibly through limiting the spidemic by raducing the likslihood of viral o
Transmission by infected heterazyous INdividuals. in 2009, out of 150 HIV Tesls administered in e Vale 6o 1%
Guaparé, 80 proved t be positve, Accondng |

that the presence of the homozygous/ .I.Pullh CCRSA32 polymorphism o

may influence HIV infection and ml‘ﬂ epidemiological trends within a n 19

population, possibly limiting 1hc| spread of FIIV-1 and reducing the number of

infected individuals (Sullivan et al., 2001). 5%,

The frequency of heterozygous polymorphism was 5.7% in HIV-1
individuals in Sdo Paulo-5P (Munerato et al., 2003) and 4.4% in Salvador-BA
(Grimaldi et al., 2002). In the states of Rio de Janeiro and Rio Grande do Sul 59 .
0

the observed frequencies of heterozygous polymorphisms were 2. 1% and 2.4%
in HIV-infected individuals, data similar to that observed in this study (4%)
(Teixcira et al., 2009; Vi al., 2011).
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4. Para excluir marcagodes no texto analisado

Caso desejar excluir alguma marcagao no texto da dissertagdo ou teses analisada, siga os
passos abaixo:

1. Verifique o numero da marcagéo, no caso do exemplo abaixo o numero é “17” (seta
A da imagem abaixo);

2. Encontre o niumero na lista das correspondéncias (seta B);

3. Clique na bolinha que aparece (seta C):

Citacfes incluidas
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Iymphocyles and mononuciear cefgg tmrougn the envelope glycoprotemn
gp120 binding to the CD4 molecule. pite high-rk behavior with multiple
exposures to HIV-1, some individual pre%cFl rare|genetic resistance to HIV-
1 infectiprfhnd AIDS related to the CCRSgene (Liu et al., 1996; Alvarex et
al., 1998). The deletion of 32 (A32) base pairs in the @RS gene leads to the
suppression of CC chemokine receptor 5 presentation lat the cell surface, thus
Edpeding the HIV entry process into the host cell and protecting  against
HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007,
Février et al., 2011; Vieira et al., 2011; Saez-Cirion et al., 2014; Li, 2015). "
Besides, three polymorphisms (-39029, -39353 and -2459) in the promoter E» 17 ;':’f'"i:‘r‘:?‘_
region of CCREEN-59029, -59353 and -2459) have been reported to influence

its expression land may modulate the susceptibility of hifhan cells to HIV-1

and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki etal. 15).
It is noteworthy that the only cure of HIV-1 infe silibseribed

in an adult living in Berlin, known as the Berlin patient. wifo |developed
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homozygous for the CCRSA32 deletion/ {Hiitter et al., 2009; Yukl et al., 2013]

Crossret 26 palawras

The global distribution and ethnic t'aPr.\' for allele CCRS/CCRIA32
(4]

vary significantly, contributing to a variety lof genetic resistance profiles to 20 Marous Vinicius Guimardes Lacarda, Gustavo Adolio Sem 1%
infection seen inf@fferent populations (Apostolakis et al., 2005). The aRomaro. "Enidemiciagical ransition of topical disease .

variant allele CCR3A32lis relatively common in European populations, whose

liele fi is imEly 10% (Sacz-Cirion et al. 2014). while i P e 9

allele frequency is approxim@@ly 10% (Sacz-Cirion ct al., 2014), while in e 10 1% &

Asian populations, allele is labsent among the Japanese, Filipino, Korean, B ajprenal physiology.org v

4. Clique em “Excluir fontes” (seta A da imagem abaixo):



 iThenticate:

Ivmphocytes and mononuclear cells through the envelope glycoprotein
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1t is noteworthy that the only cure of HIV-1 infection uanPscnbcd
in an adult living in Berlin, known as the Berlin patient, who ldeveloped
acute myclogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell transplant from a donor who was
homozygous for the CCR5A32 deletion| (Hiitter et al., 2009; Yukl et al., 2013).

The global distribution and ethnic factors for allele CCRS/CCRSA32
vary significantly, contributing to a variety of genetic resistance profiles to
HIV-1 infection seen in different populations (Apostolakis ct al., 2005). The
variant allele CCR5A32 is relatively common in European populations, whose
allele frequency is approximately 10% (Sacz-Cirion et al., 2014), while in
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5. Marque todos os checkboxes (seta A da imagem abaixo) e se necessario, role a

barra (seta B) para verificar se existem mais checkboxes a serem marcados. Cada
checkbox corresponde a um documento comparado que possui o mesmo trecho
marcado na disserta¢ao ou tese, geralmente, trechos que sao muitos citados, vao
ocorrer de gerarem uma lista grande de documentos comparados;

6. Clique em “Excluir’ (seta C):
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ap120 binding to the CD4 molecule. Despite high-risk behavior with multiple
1o HIV-1, some individuals present a rare genetic resistance to HIV-
1 infi 1 and AIDS related o the CCRS pene (Liu et al., 1996; Alvarez el
al,, 1998). The deletion of 32 (A32) base ps n the CCRS gene leads to the
Suppression ¢ 7 ko<1 £ AN e L
impeding the
HIV-1 infect:
Février et al.
Hesides, thre
region of CC
its expression
and Simian Ir_ .

It is noteworthy that the only cure of HIV-1 infection wasPscribcd
m an adult living in Berlin, known as the Berlin patient, who |ldeveloped
acute myelogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell transplant from a donor who was
homozygous for the CCR5A32 deletion (Hitter et al,, 2009; Yukl ¢t al., 2013).

The global distribution and ethnic factors for allele CCRS/CC
vary significantly, contributing to a variety of genctic resistance profiles to
HIV-1 infection seen in different populations (Apostolakis et al . 2005). The
variant allele CCRSA32 is relatively common in European populations, whose
allele frequency is approximately 10% (Saez-Cirion et al., 2014), while in
s § .

1

ke PPCIPRT R

journals.plos.org

rative interventions [1), [2). This interest in curative strategies is also anven by a single case report in which &
cure was apparantly achisved [3] In 2007, an HV-infeclad adult living in Berin developed acute
myelegencus keukemia (AML), for which he was treated n allogeneic hematopoietic stem cell
transplant from a doner who was homozygous for the CCR5A22 deletion [3)], which confers resistance
to infaction with CCRE-ulilizing virus. The patient intarrupted ART soon after the transplant and has had no
detectable plasma HIV RNAfor over five years [3], (4] Prev
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5. Para restaurar fontes excluidas

1. Clique no icone de “Visualizar/editar fontes excluidas” (seta A da imagem abaixo):



+/ iThenticate:

Iymphocyles and mononuclear cofgg mrough the cnvelope glycoprotem
gpl 20 binding to the CD4 mnlcculc.Hspilc high-rifk behavior with multiple
exposures to HIV-1, some individual prc»:Fn rarelgenetic resistance to HIV-
1 infectipr@ind AIDS related o the CCRS |gene (Liu et al., 1996; Alv et
al., 1998). The deletion of 32 (A32) base pairs in the @FRS gene leads to the
suppression of CC chemokine receptor 5 presentation at the eell surface, thus
Epeding the HIV entry process intol the host cell and protecting  against
HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007;
Février et al., 2011; Vieira et al_, 2011; z-Cirion et al, 2014; Li, 2015).
Besides, three polymorphisms (-39029, 53 and -2459) in the promoter
region of CCREE-59029, -59353 and -2459) have been reported to influence
its expression land may modulate the susceptibility of WEhan cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zarc-Bidaki etal., 2015).

It is noteworthy that the only cure of HIV-1 infccﬁord wasP:scnbcd
in an adult living in Berlin, known as the Berlin patient, who |developed
acute myelogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic h poietic slemIF transplant from a donor who was
homozygous for the CCR5A32 deletion {Hitter et al., 2009; Yuk] et al., 2013).

The global distribution and ethnic t}iPrh for allele CCRS/CCR5A32
vary significantly, contributing to a variety lof genetic resistance profiles to
HIV-1 infection seen infffferent populations (Apostolakis et al., 2005). The
variant allele CCR5A32lis relatively common in European populations, whose
allele frequency is| approximrly 10% (Saez-Cirion et al., 2014), while in
Asian populations, allele is labsent among the Japanese, Filipino, Korean,

SAGRA20E 11

cligue em “Restaurar” (seta B);

 iThenticate:

Iymphocytes and mononuclear cells through the envelope glycoprotein
£p120 binding to the CD4 molecule. Despite high-risk behavior with multiple
exposures to HIV-1, some individuals present a rare genetic resistance to HIV-
1 infection and AIDS related to the CCRS gene (Liu et al.. 1996; Alvarez et
al.. 1998). The deletion of 32 (A32) base pairs in the CCRS gene leads to the
suppression of CC chemokine receptor 5 presentation at the cell surf
impeding the HIV entry process into the host cell and protecting
HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007,
Féyrier et al,, 2011 Vieira et al., 2011; Saez-Cirion et al,, 2014; Li, 2015).
Besides, three polymorphisms (-39029, -59353 and -2459) in the promoter
region of CCRS (-59029, -59353 and -2459) have been reported 1o influence
its expression and may modulate the susceptibility of human cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015)

It is noteworthy that the only cure of HIV-1 infection was described
in an adult living in Berlin, known as the Berlin patient, who developed
acute myelogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell transplant from a donor who was
homozygous for the CCR5A32 deletion (Hiitter et al., 2009; Yukl et al., 2013).

The global distribution and cthnic factors for allele CCR5/CCR5A32
vary significantly, contributing to a varicty of genetic resistance profiles to
HIV-1 infection seen in different populations (Apostolakis et al., 20035). The
variant allele CCRSA32 is relatively common in European populations, whose
allele frequency i (114), while in
A u
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2. Marque as exclusdes que deseja restaurar (seta A da imagem abaixo) e depois

3. Caso desejar restaurar tudo que foi excluido, clique em “Restaurar tudo” (seta C):
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6. Sobre os filtros utilizados para efetuar a analise da dissertagao ou tese

Para configurar os filtros utilizados para efetuar a analise da dissertagao ou tese,
clique no icone de filtro (seta A da imagem abaixo):



+ iThenticate
IVIMPHOEYIEs ang MONoHuCIEar Cegg IFOugn e envelope gIycoprotein
2p 120 binding to the CD4 molecule H:hnilchigh-rai behavior with multiple
exposures to HIV-1, some indiv idualslprusc rare/genetic resistance to HIV-
1 infectiorfind AIDS related to the CCRS |gene (Liu ct al., 1996; Alvarcz et
al., 1998). The deletion of 32 {A32) base pairs in the @RS gene leads to the

suppression of CC chemokine receptor 5 presentation/at the cell surface, thus

Eipeding the HIV eniry process intol the host cell and protecting  against

HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007;

évrier et al., 2011: Vicira et al., 2011; Sacz-Cirion et al, 2014; Li, 2015). L "
Besides, three polymorphis (-59029, -59353 and -2459) in the promoter .
region of CCREN-59029, -59353 and -2459) have been reported to influence riatnatiodbairs
its expression land may modulate the susceptibility of hiEhan cells to HIV-1 3 Rastreado em 08-Set 2%
pure wa ni

and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015).
It is noteworthy that the only cure of HIV-1 H:E'cdiml' wasflscribed e "
in an adult living in Berlin, known as the Berlin patient, who developed e 2%
acute myelogenous leukemia (AML), was immunosuppressed and treated S 8SM.0r
with an allogeneic hematopoietic stem dgl transplant from a donor who was
homozygous for the CCR3A32 deletion (Hiiner et al., 2009; Yukl et al., 2013).
The global distribution and ethnic fa@rs for allele CCRS/ACCRIA32
vary significantly, contributing to a variety lof genetic resistance profiles to
HIV-1 infection seen iL\Fﬂbrum populations {Apostolakis et al., 2005). The Intemet ¢ = 20
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2. No exemplo da imagem abaixo:

a. Marcado para “Excluir citagbes” (seta A): com isso a ferramenta ira identificar
todos os trechos marcados na dissertagao ou tese, que sao referentes a
citacOes, e ira exclui-los da marcagao. Obs.: ocasionalmente ocorre da
ferramenta nao identificar todos os trechos que se referem a citagbes e
acaba né&o excluindo alguns.

b. Marcado para “Excluir bibliografia” (seta B): com isso a ferramenta ira
identificar todos os trechos marcados na dissertacido ou tese, que sao
referentes a segao de bibliografia, e ira exclui-los da marcagao.

c. Marcado para “Excluir fontes que tém menos que” 10 palavras (seta C): com
isso a ferramenta ira identificar todos os trechos dos documentos
comparados que sdo semelhantes a dissertacdo ou tese analisada, mas que
possui menos de 10 palavras e ira exclui-los da marcacgao.

d. Marcado para “Excluir correspondéncias que tém menos que” 10 palavras
(seta D): com isso a ferramenta ira identificar todos os trechos da dissertagao
ou tese analisada que sdo semelhantes aos documentos comparados, mas
que possui menos de 10 palavras e ira exclui-los da marcagao.

3. Para confirmar o novo filtro, basta clicar em “Aplicar” (seta E):



 iThenticate:

The CCRS gene encodes a G protein transmembrane (b-chemokine
receptor) and acts as a co-receptor for HIV-1 attachment and entry to T
lymphocytes and mononuclear cells through the envelope glycoprotein
gpl20 binding to the CD4 molecule. Despite high-risk behavior with multiple
exposures to HIV-1, some individuals present a rare genetic resistance to HIV-
1 infection and AIDS related to the CCRS gene (Liu et al,, 1996; Alvarez et
al,, 1998), The deletion of 32 (A32) base pairs in the CCRS gene leads to the
suppression of CC chemokine receptor 5 presentation at the cell surface, thus
impeding the HIV entry process into the host cell and protecting  against
HIV=1 infection {Liu ct al., 1996; Samson ct al., 1996: Reiche et al.. 2007;
Février et al., 2011; Vieira et al., 2011; Saez-Cirion et al., 2014; Li, 2015).
Bes , three polymorphisms (-59029, -59353 and -2459) in the promoter
region of CCRS (-39029, -39353 and -2459) have been reported to influence
its expression and may modulate the susceptibility of human cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015).

It is noteworthy that the only cure of HIV-1 infection was described
in an adult living in Berlin, known as the Berlin patient, who developed
acute myelogenous leukemia {AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell transplant from a donor who was
homozygous for the CCR5A32 deletion (Hitter et al., 2009; Yukl et al., 2013).

The global distribution and cthnic factors for allele CCR5/CCR5A32
vary significantly, contributing to a variety of genetic resistance profiles to
HIV-1 infection seen in different populations (Apostolakis et al., 2005). The
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4. Repare que depois de aplicar o novo filtro, excluindo alguns trechos marcados

anteriormente como similares, a porcentagem de similaridade caiu para 16% (seta A
da imagem abaixo), o que antes era 43% (veja na imagem acima):

 iThenticate:

The CCRS gene encodes a G protein transmembrane (b-chemokine
receptor) and acts as a co-receptor for HIV-1 attachment and entry w T
Iymphocytes and mononuclear LuF through the envelope glycoprotein
gp120 binding to the CD4 molecule. |Despite high-rfflc behavior with multiple
exposures to HIV-1, some individuals present a rare genetic resistance to HIV-
1 infectiorffhnd AIDS related to the FCRSI gene (Liu et al., 1996; Alvarez et
al., 1998), The deletion of 32 (A32) base pairs in the CCRS gene leads to the
suppression of CC chemokine receptor 5 presentation at the cell surface, thus
Bopeding the HIV entry process into the host cell and protecting  against
HIV-1 infection (Liu et al., 1996; Samson et al., 1996; Reiche et al., 2007;
Février et al., 2011; Vieira et al., 2011; Saez-Cirion et al., 2014; Li, 2015).
Besides, three polymorphisms (-39029, -3 and -2459) in the promoter
region of CCRE (-39029, -59353 and -2459) have been reported (o influence
its expression land may modulate the susceptibility of hEnan cells to HIV-1
and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015).

It is noteworthy that the only cure of HIV-1 inl'cctiunl wasflleseribed
in an adult living in Berlin, known as the Berlin patient, who |developed
acute myelogenous leukemia (AML), was immunosuppressed and treated
with an allogeneic hematopoietic stem cell ransplant from a donor who was
homozygous for the CCRSA32 deletion (Hitter et al., 2009; Yukl et al,, 2013).

The global distribution and ethnic factors for allele CCRS/CCR5A32
vary significantly, contributing to a variety of genetic resistance profiles to
HIV-1 infection seen in different populations (Apostolakis et al., 2005). The
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7. Para imprimir o Relatério da analise

Para imprimir o pdf do Relatério da analise realizada pela ferramenta, basta clicar no icone
de impressao (seta A da imagem abaixo):



 iThenticate:

The CCRS gene encodes a G protein transmembrane (b-chemokine
receptor) and acts as a co-receptor for HIV-1 attachment and entry to T
lymphocytes and mononuclear ch through the envelope glycoprotein
£p120 binding to the CD4 molecule. |Pespite high-rilkk behavior with multiple
exposures to HIV-1, some individuals present a rarelgenetic resistance to HIV-
1 infectiorffnd AIDS related to the CCRS| gene (Liu et al., 1996; Alvarez et
al., 1998). The deletion of 32 (A32) base pairs in the CCRS gene leads to thel
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suppression of CC chemokine receptor 5 presentation at the cell surface, thus 2 Ra Jan-201 2%
Bpeding the HIV entry process into the host cell and protecting  against
HIV-1 infection (Liu ct al., 1996; Samson ct al., 1996; Reiche et al., 2007; -
Février et al., 2011; Vieira et al., 2011; Saez-Cirion et al., 2014; Li, 2015). 3 30 s 1%
Besides, three polymorphisms (-59029, -59353 and -2459) in the promoter i
region of CCRE (-39029, -59353 and -2459) have been reported (o influence
its expression land may modulate the susceptibility of HEnan cells to HIV-1 4 1%

and Simian Immunodeficiency Virus (SIV) (Zare-Bidaki et al., 2015).
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acute myelogenous leukemia (AML), was immunosuppressed and treated 5 F‘;'f
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8. Para atualizar os dados do seu perfil
Caso seja necessario atualizar algum dado do seu perfil, siga os passos abaixo:

1. Na barra superior, clique na aba “Info da Conta” (seta A da imagem abaixo):

Pastas ‘ & Info da Conta Bem-vindo(a) Ana Maria Oliveira Samtos | Logout [V 1eE)
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Professional Plagiarism Prevention
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2. Modifique os dados que deseja atualizar e depois clique em “Atualizar perfil” (seta A
da imagem abaixo):
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9. Sobre as fontes dos documentos comparados

O iThenticate compara os documentos carregados com 3 bases de dados consideradas
as maiores do mundo para este fim, que incluem:

e 70 milhdes de artigos de conteudo editorial: compara os documentos com mais de
50 milhdes de artigos especializados, periddicos, artigos e outros conteudos de
pesquisa por meio do parceiro CrossRef, que inclui conteudo de mais de 800
periddicos indexados em todo o mundo.

Esta base inclui conteudo dos editores das revistas mais reconhecidas
internacionalmente e nacionalmente, entre as quais estdo, por exemplo:
o American Chemical Society

Scielo e Scielo Brasil

ABEC

American Institute of Physics

American Physical Society

Elsevier

IEEE

Institute of Physics

Lippincott Williams & Wilkins

o O O O O O O O



R
%

2
*%

Nature Publishing

Ovid

Oxford University Press
Sage Publications
Springer

Taylor & Francis

Wiley Blackwell

O 0 O O O O O

115 milhdes de artigos de conteudo especializado dos bancos de dados académicos
mais reconhecidos em todo o mundo: compara os documentos com mais de 110
milhdes de conteldo especializado dos maiores bancos de dados académicos do
mundo, entre outros, incluindo:

ABC CLIO

ProQuest: 300,000+ teses e dissertacdes

Cengage Learning

Emerald Journals

Gale: 86 milhdes de artigos

Pearson, McGraw-Hill and Wiley: 2,000+ textos académicos
PubMed/MedLine: 1.4m de resumos e recursos médicos

SAGE Reference: 160+ titulos de enciclopédias

O 0O O O O O O O

70 bilhdes de paginas web, ambos atuais e indexados. Compara os documentos
com mais de 70 bilhdes de paginas da Web atuais e indexadas, aumentando essa
base diariamente em aproximadamente 10 milhdes de paginas da Web, por meio do
préprio sistema rastreador que compila/recolhe/acessa documentos que estao
disponiveis no momento, bem como conteudo que ja tenha sido removido ha até 10
anos de sites da web. Aqui podem ser incluidas as paginas de acesso aberto como
por exemplo:

o Bibliotecas Digitais de Teses e Dissertagcbes
Repositorios Institucionais
Wikipédia
Blogs
Portais de noticias

O O O O

Em caso de duvidas, dificuldades ou sugestdes, entre em contato pelo email
grtsibi@gmail.com

Para saber mais sobre o funcionamento das ferramentas de deteccao de
similaridades e dicas para evitar possiveis danos aos direitos autorais de terceiros,
indicamos acessar o canal no Youtube do Professor Marcelo Krokosck.

Material de apoio elaborado pela Biblioteca Central/GRT e PRPG. junho/2021.
Para verificar se esta é a versao final ou se ela foi atualizada

acesse o link: https://www.bc.ufqg.br/p/38553-ithenticate-teses-e-dissertacoes
e tenha acesso a versao mais recente deste documento.
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